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KEE O Sm MHERIFIC 202051 THEINS. 1 DIZFKRD 50 ff~100 FOfE
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OHEMBT 7 F /0T (Act) OBEEZERT . —H. BED 5~10 Ot %157 % Type
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— TR L7z, FORR. REBEO TAFNIT ) MG EFRINDIE—INRELTY
2o LD, AESHKBEICBVWTERLZLDIZ RsmG 13 16S rRNA @ 518 #H (KB
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DEREEELZS TS EERDT =,
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DY T EERIBENE LB L 2. remGRIBRIZ. rpsL ERRFEIR. BAKI D BEEICE
WY NI BEERIEEZERLE. LML, URY—LUAOESNEE LRO—BER LS rpsL
EEKERR D rsmGERB TRV RV —LERBNRETH - /2. & 51T, rsmG RIB¥IZ metK
RELNINHFEKLIDBEEICERAL TV, MetK OEAEIIMBERNO SAMBE%2 LR
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RIBEED Act BAEREEHRICBITBF NI EARERICINA T, MlaN SAMBED LRI
AT EHEHRL
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(3) fOME TD RsmG DHRELFER T A 720, t5EHE Bacillus subtilis 168 ¥k )>
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